
Supplementary Figure 1
Genome comparison of Burkholderia species. Pairwise comparisons of the concatenated chromosomes of B. pseudomallei K96243, B. cenocepacia J2315
and B. xenovorans LB400 displayed using the Artemis Comparison Tool (ACT) . The sequences have been aligned from the predicted replication origins
(oriC; right) of the largest chromosomes. Coloured horizontal bars indicate the extent of the individual chromosomes; light blue, chromosome 1, dark blue,
chromosome 2, and green for chromosome 3, where present. The coloured bars (red and blue) separating each genome represent similarity matches
identified by reciprocal FASTA analysis . Red lines link matches in the same orientation; blue lines link matches in the reverse orientation.
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